Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.037; wR factor = 0.080; data-to-parameter ratio = 10.6.
The title compound, [Mn(C 6 H 4 N 5 O) 2 (H 2 O) 4 ], is isotypic with its Zn, Ni and Cd analogues reported recently. In the crystal, the Mn II cations are coordinated by four O atoms from four aqua ligands and two N atoms from two 5-(pyridin-4-yl)tetrazolide N 5 -oxide ligands in a distorted octahedral coordination environment. The asymmetric unit consists of one Mn II cation located on a crystallographic twofold axis, and two crystallographically independent water molecules and one N-donor ligand in general positions. The discrete complex molecules are arranged in alternating rows parallel to [100] and are linked by O-HÁ Á ÁN and O-HÁ Á ÁO hydrogen bonds into a three-dimensional network.
Related literature
For related structures, see : Yang et al. (2009) ; Yu et al. (2004a,b) . For the coordination properties of tetrazolate ligands, see: Aromí et al. (2011) .
Experimental
Crystal data [Mn(C 6 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2004 ); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97. large number of metal complexes containing these types of ligands are reported in literature (Aromí et al., 2011) . Several of them have been prepared via in situ synthesis of nitriles and azides. In view of this we have reacted 4-cyanopyridine 1-oxide with manganese chloride and sodium azide, which results in the formation of crystals of the title compound that is isotypic to its Zn, Ni and Cd analogs (Yu et al., 2004a,b; Yang et al., 2009 ).
The coordination geometry of the Mn atom is a slightly distorted octahedron formed by the coordination of four water molecules and two tetrazolate ligands ( 
Refinement
Hydrogen atoms were placed in calculated positions (C-H 0.93 Å; U = 1.2U eq C), and were included in the refinement in the riding model approximation. The hydrogen atoms of aqua ligands were located and refined.
Computing details
Data collection: APEX2 (Bruker, 2004 ); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT (Bruker, 2004 );
program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXL97 (Sheldrick, 2008 
